
COVER PICTURE
This special volume focuses on Computational molecular bio-
physics in honor of the 2013 Nobel Prize in Chemistry awarded
to Karplus (right), Levitt (middle), and Warshel (left). In
a series of seminal contributions, the three laureates provided
novel approaches to study complex chemical systems. The cover
shows the fundamental energy terms used in many transferrable
force-fields to calculate the structure of a variety of biomole-
cules. Force-fields are still widely used, both in atomistic or
coarse-grained forms, to decipher the conformational landscape
(represented by the white curve) of proteins and their folding
mechanism. The cover also illustrates the achievement of the
Nobel laureates to study the action of an enzyme (the cover
highlights Lysozyme that breaks polysaccharides into smaller
fragments) by carefully integrating quantum and classical calcu-
lations. See the Guest Editorial on page 1039.
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The fledgling State of Israel began to publish its scientific activity in 1951 under the general heading of Bulletin of the Research Council
of Israel, which was quickly split into sections to accommodate various science fields in the growing academic community. In 1963,
the Bulletin ceased publication and independent journals were born, with Section A becoming the new Israel Journal of Chemistry. From
its launch onward the journal usually appeared with four issues per year and had dedicated scientific Editors-in-Chief from 1966
onward:

1966 Felix D. Bergmann, The Hebrew University of Jerusalem
1967–1971 Gabriel Stein, The Hebrew University of Jerusalem
1972–1975 Itzhak Eliezer, National Laboratory of Nahal Soreq
1976–1988 Shalom Sarel, The Hebrew University of Jerusalem
1988–2008 Haim Levanon, The Hebrew University of Jerusalem
2009–present Ehud Keinan, Technion – Israel Institute of Technology

When Shalom Sarel took editorial responsibility for the Israel Journal of Chemistry in 1976, a new publishing concept was introduced,
leaving behind the publication of regular review and original research articles. In his inaugural editorial in issue 1/1976 he explained:
“Each issue will be devoted to a specific subject, edited by guest editors – acknowledged leaders in their fields. Critical review articles and
research accounts as well as original contributions are welcome. […] With the publication of ever-increasing numbers of new national, interna-
tional and, in particular, commercial journals in chemistry, combined with inflation and budgetary strains, a national journal in a small coun-
try like Israel is faced with the problem of justifying its relevance. With this in mind we decided to proceed in the direction exemplified by this
first issue of the Journal in its new form.” The Israel Journal of Chemistry continues to adhere to the concept of publishing topical issues;
effective from 2010, these issues consist primarily of invited Review articles.
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